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Large FVIIl gene deletion confers very high risk of inhibitor development in three

related severe haemophiliacs
R. Salviato, D. Belvini, A. Are, P. Radossi and G. Tagariello
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Fig. 2. Long-range PCR analysis of the
FVIII gene. A) PCR products for FVIII
gene inversion. Lane M: molecular
weight marker, lambda DNA digested by
HindIIl; lane 1: haemophilia A patient
DNA with unusual banding pattern; lane
2: normal DNA; lane 3: haemophilia A
patient with FVIII gene inversion. (B)
Long-range PCR analysis of the FVIII
gene using primers 1A and 26B. Lane 1:
normal DNA as template, no PCR prod-
uct; lane 2: haemophilia A patient DNA:
18.5-kb PCR product; lane M: molecu-
lar weight marker, lambda DNA digested
by HindIIL
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